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Figure 1. Phylogenetic tree of aspartic proteinases gene family in wheat. Aspartic 

proteinase nepenthesin-1: red, orange, and green. Aspartic proteinase nepenthesin-2: 

yellow. Aspartic proteinase Asp1: cyan. Nucellin-like: dark cyan. Aspartic proteinase: 

blue. Unidentified: pink. 
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